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THE EMERGING HUMAN MICROBIOME RESEARCH

Jiang Haiyan Qian Wangiang Zhu Qingping
(Basic Research Service, MOST, Beijing 100862)

Abstract Recently, more and more evidences about the close relationship between health and human mi-
croorganisms have been revealed. The insights that the human microorganisms have key roles in our health
and disease have been realized. The US National Institutes of Health (NIH) launched the Human Microbi-
ome Project (HMP) and, the European Commission and China initiated the Metagenomics of the Human
Intestinal Tract (MetaHIT) project. Here, the research progresses in human microbiome obtained in re-
cent years are reviewed, and some suggestions in developing human microbiome research in China are pro-
posed.

Key words human microbiome, human microbiome project (HMP), metagenomics of the human intestinal
tract project (MetaHIT Project)



